Characterization and biocontrol potential of entomopathogenic fungus, Beauveria bassiana isolates against Spilarctia obliqua.
Beauveria bassiana is a known natural enemy of a number of insect pests of crop plants. In order to screen different isolates of any given entomopathogens molecular markers provide a means for constructing the molecular phylogeny, diversity and link to virulent phenotypes. Eight isolates of B. bossiona isolated from different insect hosts and from different location at Pantnagar (Uttrakhand) were characterized by PCR-based RAPD markers. Bioassays were conducted by using first, second and third instar larvae of Spilarctia oblique in order to categorize the isolates based on virulence. The isolates were arbitrarily rated as more virulent, moderately virulent and less virulent based on the speed of killing. A wide range of variation in virulence was observed and the isolates of same insect origin and location showed differences in their aggressiveness. No correlation was found between the pathogenicity of the isolates and the relatedness of the original insect host. The pathogenicity against first, second and third instar larva of Spilarctia obliqua did not reveal any relatedness with the clustering pattern.